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Peak Find - EDUV PDA_tR0,70 D.jws
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[Comments]
User
Division
Company

Creation date

220

QPackSA

Valer

16/11/2021 15:18

[Detailed Information]

Data array type
Horizontal axis
Vertical axis
Start

End

Data interval
Data points

Linear data array
Wavelength [nm]
Abs

201 nm

601 nm

2nm

201

[ Result of Peak Picking ]

No. Position
1 273
3 205

Intensity No.
0.103041 2
0.257447

240

260

Wavelength [nm]

[Measurement Information]

Instrument Name  MD-2010
Model Name MD-2010
Serial No. 0000000000
ROM version 2.36
Position Intensity

245 0.030629

300
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Chromatogram+Peak Info.(V)
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SequenceName QUALIFICAGAO 16NOV2021
ChromatogramNamePCIN 01
|# PeakName[CH| tR Area |Height| Areal |Height%|Quantity| NTP|Reso|ution|SymmetryFactoerarningl
[1]Cafeina 5]1,2267]1601746]320733] 100,000 100,000]  N/A[1710] N/A] 1,037] |
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[1]cafeina 5]1,2267]1600340]319647] 100,000 100,000]  N/A[1703] N/A] 1,040] |
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#|PeakName|CH| tR Area | Heightl Area% |Height%|Quantity| NTP|Reso|ution|SymmetryFactoerarningl
[1] cafeina 5]1,2200] 1596104]318945] 100.000] 100.000]  N/A[1681] N/A] 1,083] |
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ChromatogramNameBRANCO 03
#]|PeakName| CH tRlArealHeightlArea%lHeight%lQuantitleTPlResolution SymmetryFactor | Warning
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Chromatogram+Peak Info.(V)
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Chromatogram+Peak Info.(V)

Z 50000
z
‘@
c
Q
E
o—— I 1

00 05 Reteantion1 'Pime [min]

SequenceName QUALIFICAGAO 16NOV2021
LIIN 01

ChromatogramName
|# PeakName|CH| tR | Area |Height| Areah |Height%|Quantity| NTP|Reso|ution|SymmetryFactoerarningl
[1]cafeina 5]1,2000]406747] 78497] 100,000 100,000]  N/A[1501] N/A] 1,114] |
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[1]cafeina 5[1,2067]807620] 158252] 100,000 100,000]  N/A[1567] N/A| 1,121] |
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QUALIFICACAO GRADIENTE GRDIENTE A.B 17/11/2021 12:42:12

Chromatogram Information

User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information
Column Info

QPackSA
17/11/2021 12:21:41

HPLC

17/11/2021 12:06:39
0,1 [uL]

3

Treinamento
15,0 [min]
QUALIFICACAO GRADIENTE
GRADIENTE AB

GRDEENTE A_B-CH5
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0,0 5,0 100
Retention Time [min]
Peak Information
#|Peak Name | CH|tR [min]|Area [uV-sec]|Height [uV]| Area% | Height%| Quantity | NTP | Resolution | Symmetry Factor|Warning
1| Unknown 5 4,267 5181849 86614] 3,192 6,473 N/A[N/A N/A N/A
2|Unknown 5 6,253 15401497 174849| 9,488| 13,068 N/A[N/A N/A N/A
3|Unknown 5 8,067 25063715 271759]15,441] 20,311 N/A[N/A N/A N/A
4|Unknown 5 10,240 40458518 360575]24,924| 26,949 N/A[N/A N/A N/A
5|Unknown 5 12,707 76218726 44419646,955| 33,199 N/A[N/A N/A N/A
1/1

15,0

Creator
Reviewer
Approver



QUALIFICACAO GRADIENTE GRDIENTE CD 17/11/2021 12:47:13

Chromatogram Information

User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information
Column Info

QPackSA
17/11/2021 12:37:14

HPLC

17/11/2021 12:22:12
0,1 [uL]

3

Treinamento

15,0 [min]
QUALIFICACAO GRADIENTE
GRADIENTE CD

Chromatogram
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Peak Information
#|Peak Name | CH|tR [min]|Area [uV-sec]|Height [uV]| Area% | Height%| Quantity | NTP | Resolution | Symmetry Factor|Warning
1| Unknown 5 4,360 5633551 83113] 3,556| 6,341 N/A[N/A N/A N/A
2|Unknown 5 6,267 14762127 170043| 9,318 12,973 N/A[N/A N/A N/A
3|Unknown 5 8,147 24403896 265894|15,404| 20,285 N/A[N/A N/A N/A
4|Unknown 5 10,227 38620323 351827|24,377| 26,841 N/A[N/A N/A N/A
5|Unknown 5 12,733 75010407 439911]47,346| 33,561 N/A[N/A N/A N/A
1/1
Creator
Reviewer

Approver



